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Some Applications Of Statistical Techniques
 To Problems In Phylogeny
Abstract: A phylogenetic tree represents a proposed evolutionary history among a given set of organisms, or in some cases just subsequences of their DNA; this way a phylogenetic tree is like a window into the past.  In this talk, we will be counting phylogenetic trees to explore tree-space and see how probabilistic models of nucleotide substitution can be used with statistical techniques (e.g. maximum likelihood analyses) to find evolutionary relationships between DNA sequences and infer phylogenetic trees.

Date/time:

Tuesday, October 5th at 7:30 pm 





Gather at 7:00 pm
Place:
Executive Conference Room


Business Building, BB 4.02.10 

UTSA Main Campus

Parking: Short-term paid parking spaces are located in the numbered spaces on the roof of the North Parking Garage.  For a campus map please visit: http://utsa.edu/maps/1604/VisitorBrochureMap.pdf 

For more information about this event or about the ASA, contact John Schoolfield at schoolfield@uthscsa.edu
